A. Phosphoproteome

Speg-CKO vs Control Speg-CKO/Dnm2+- vs Control Speg-CKO vs Speg-CKO/Dnm2+"

B. Comparison analyses of Phosphoproteome

# Down regulated (134) Mot sig (7894) @ Up regulated (113) & Down regulated (139) Mot sig (8450) @ Up regulated (164) @ Down regulated (16) Nat sig (8923) @ Up regulated (15)
ﬁé‘ﬂ!ﬂ_ﬂ? 2Tiopa_147 NIEP ] 26T TThe TEBNNB1_547
[FC| 21.5 |FC| 21.5 [FC| 21.5
22 Pag< 0.1 241 Pag< 0.1 | Pag< 0.1
28 211 :
. . _ DRP@_5599
[i}} @ 181 | TEWERGE2 146,153
3 24 = M | PLEGBRHEDE
[i:] [ EHEP1L1SEREP1_202
= 90 = 151 PHKA1_ 873982 snx 1 %01 sdERBR_203
o o 7B TES | svil® 67
2 2, rT N 768 5 RPEES 1162
g S P N
- CMYA_289 o s 289 'HEB-BS_13
121 T 94 e i PIK3CB_339
MTM1_13 TTN_Pes, ?'r
] pHRA1_s73.982 61 - DDxe3_14 HRC_542.505:5659 f
8 IGFNe 830 ¥ HHQ_EI:IZF;C'HE NEFH_500}508 !
s 3067 o MaP14_2815 | 5 L =
a1 . 0 w189 HRC_543:545:560 3 (46
HIGA1_ B NA_189 o e 7a 7o EIF3B874:79 0
ol y . ; v : ol ; . . — . ! — ;
-4 -2 0 2 4 5] -4 -2 0 2 4 6 -2 -1 0 1 2 3 4
log,(Fold Change) log,(Fold Change) log,(Fold Change)
CKO vs Ctrl CKO/Dnm2*- vs Ctrl .
Group Shared 140 DEpPs in both CKO vs Ctrl and CKO/Dnm2*- vs Ctrl
(DEpPs: 247) (DEpPs: 303) Control | High P

CKO (Down: 64; Up: 76)
I ckopnm2#- | Low

. =
:m%zgeg’s
OBOCCOOR

-|¢1 &3

P od

cC MF BP Ctrl  CKO CKO/Dnm2+
n TTN || Thin filament Actin filament binding Muscle contractio_n _
1 ggX1;_5°':503 LDB3 || Z disc Protein kinase C binding Sarcomere organization
"5 : p,gf;g‘ggg DRP2 || Plasma membrane Zinc ion binding Synaptic signaling -
2 : SERBP1_203 PLEC || Extracellular exosome Actin filament binding Muscle development -
T ST, 547 SNX14 || Late endosome Phosphatidylinositol binding || Protein transport
— ¢ SERBP1_202 ) RPE®65 || SR Vitamin A metabolic process | | Phosphatidylserine binding =
Eﬁ%:itieiwz 18 unique | PIK3CB || Plasma membrane Protein serine kinase activity| | Endocytosis -
ATP2A2_684 proteins SERBP1 || Extracellular exosome Ribosome binding Negative regulation of translation -
mm:-zgm SVIL || Costamere Actin filament binding Actin filament severing 1
3 MYH1_ 1380 > | CTNNBL || Z disc Protein kinase activity Protein polyubiquitination
» T g FKBP3 || Nucleus Microtubule binding Muscle development ]
o ; _
ol -017 MYH4_1413 EHBP1L1 || Endosome NA NA 8
a o - 1404 ATP2A2 || SR Calcium ion binding Ca?*transport to SR ]
c 0.07 TPM1_162 MYH1 || Aband Calmodulin binding Muscle contraction 4
2 023 MYH4 || sarcomere Calmodulin binding Muscle contraction H
o .0.08 TPM3 222 TPM1 || Thin filament tropomyosin|| Actin filament binding Muscle contraction »
g -0 SH3BGR_146 TPM3 || Thin filament tropomyosin|| Actin filament binding Muscle contraction
= .o03 SH3BGR_146:153 . _ o devel
-011 SHIBGR_ 149 SH3BGR || Z-lines Sarcomere formation Muscle development




	Slide 1

