SRNS onset in 208 individuals with
biallelic NPHS2 variants
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b NPHS?2 allele configurations

Total 208

65% Homozygous (n=134)
[ p-R138Q (n=36)
I missense (n=54)
Il plLoF and
in-frame deletions (n=44)

35% Compound heterozygous (n=74)
[ including p.R138Q (n=31)

@ including p.R229Q (n=31)

| other (n=12)
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